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Figure 1a 



a 



signal sequence " ~~~~ . - 

tggccttaccagtgaccgccttgctcctgccgctggccttgctgctccacgccgccagg 



< 

M A 



< Immunoglobulin like domain " p 

PSOFRVSPLDRTWNLGE iVE 

gagccagttccgggtgtcgccgctggatcggacctggaacctgggcgagacagtggag 



%~~V"c~'q~V~L~~L~~S~~N~~P~"t~~S GCSWLFQP 
ctgaagtgccaggtgctgctgtccaacccgacgtcgggccgctcgtggctcttccagccg 

"r"g""a""a""a""s""p"t""f""l""l""y""L S Q N K ? K A 
cgcggcgccgccgccagtcccaccttcctcctatacctctcccaaaacaagcccaaggcg 

"a""p"g""l""d"t""q""r""f""s gkrlgdtf.vl 
gccgaggggctggacacccagcggttctcgggcaagaggttgggggacaccttcgtcctc 



"t""l""s""d"f rrenegyyfcsalsn 
accctgagcgacttccgccgagagaacgagggctactatttctgctcggccctgagcaac 



> < ■ 
A K 



cTMYFSHFVPVFLPA^fi l * 
:ccatcatgtacttcagccact:tcg t gccggtcttcctgccagcgaagcccaccacgacg 



... membrane proximal domain^- ------- --- q " g L R 

ccagcgccgcgaccaccaacaccggcgcccaccatcgcgtcgcagcccctgtccctgcgc 



cc 



o" p""a""c""r paaggavhtrgldfa 
agaggcgtgccggccagcggcggggggcgcagtgcacacgagggggctggacttcgcc 



_ > < Transmembrane domain ~ ~ " ~~~ T c T 

rDTV IW APLAGTCGVLLLSL 

tgtgatatctacatctgggcgcccttggccgggacttgtggggtccttctcctgtcactg 

> < Cytoplasmic domain 

~V~T~T~~L YCNHRNRRRVCKCP R P 
gttatcaccctttactgcaaccacaggaaccgaagacgtgtttgcaaatgtccccggcc. 
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> 

VVKSGDKPSLSARYV* 
gtggtcaaatcgggagacaagcccagcctttcggcgagatacgtcta 



Figure 1b 

< Immunoglobulin like domain 

MSQFRVSPLDRTWNLGETVE 
atgAGtCAaTTtCGtGTaTCaCCGCTGGATCGGACCTGGAACCTGGGCGAGACAGTGGAG 



' KCQVLLSNPTSGCSWLFQP 
TGAAGTGCCAGGTGCTGCTGTCCAACCCGACGTCGGGCTGCTCGTGGCTCTTCCAGCCG 



"r c-aaasptfllylsqnkpka 

CGCGGCGCCGCCGCCAGTCCCACCTTCCTCCTATACCTCTCCCAAAACAAGCCCAAGGCG 



~A E GLDTQRFSGKRLGDTFVL 
GCCGAGGGGCTGGACACCCAGCGGTTCTCGGGCAAGAGGTTGGGGGACACCTTCGTCCTC 



TLSDFRRENEGYYFCSALSN 
ACCCTGAGCGACTTCCGCCGAGAGAACGAGGGCTACTATTTCTGCTCGGCCCTGAGCAAC 

> <Membrane p.d. 

~S~~I~~M~ YFSHFVPVFLPAKPT T T 
TCCATCATGTACTTCAGCCACTTCGTGCCGGTCTTCCTGCCAGCGAAGCCCACCACGACG 



P * 
C CAT AG 



[SEQ ID NO: 23] 
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Fig.4A 
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Fig. 7. 
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Fig.8 
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Fig. 9 
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Fig. 12 
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Peptide only 
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Fig. 16. 
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Figure 18 



< signal /leader peptide 

MAS PLT R F L S LNLL L LGE S I 
ATGGCCTCACCGTTGACCCGCTTTCTGTCGCTGAACCTGCTGCTGCTGGGTGAGTCGATT 

> < immunoglobulin domain 

ILGSGSAKPQAPELRI FPKK 
AT C CTGGGG AGTGG AG AAGCT AAGCCAC AGGC AC C CG AACTCCG AAT CTTT C CAAAG AAA 



MDAELGQKVDLVCSVLiGSVS 
ATGGACGCCGAACTTGGTCAGAAGGTGGACCTGGTATGTGAAGTGTTGGGGTCCGTTTCG 



TT 

QGCSWLFQNSSSKLPQPTFV 
CAAGGATGCTCTTGGCTCTTCCAGAACTCCAGCTCCAAACTCCCCCAGCCCACCTTCGTT 



VYMASSHNKITWDEKLNSSK 
GTCTATATGGCTTCATCCCACAACAAGATAACGTGGGACGAGAAGCTGAATTCGTCGAAA 



LFSAMRDTNNKYVLTLNKFS 
CTGTTTTCTGCCATGAGGGACACGAATAATAAGTACGTTCTCACCCTGAACAAGTTCAGC 



KENEGYY FCSVI SNSVMYFS 
AAGGAAAACGAAGGCTACTATTTCTGCTCAGTCATCAGCAACTCGGTGATGTACTTCAGT 

> < stalk region 

SVVPVLQKVNSTTTKPVLRT 
TCTGTCGTGCCAGTCCTTCAGAAAGTGAACTCTACTACTACCAAGCCAGTGCTGCGAACT 



PSPVHPTGTSQPQRPEDCRP 
CCCTCACCTGTGCACCCTACCGGGACATCTCAGCCCCAGAGACCAGAAGATTGTCGGCCC 

> < transmembrane domain 

RGSVKGTG LDFACD I YIWAP 
CGTGGCTCAGTGAAGGGGACCGGATTGGACTTCGCCTGTGATATTTACATCTGGGCACCC 



LAGICVALLLSLI ITLICYH 
TTGGCCGGAATCTGCGTGGCCCTTCTGCTGTCCTTGATCATCACTGTCATCTGCTACCAC 



* 
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< cytoplasmic domain 

RSRKRVCKCPRP LVRQEGKP 
AGGAGCCGAAAGCGTGTTTGCAAATGTCCCAGGCCGCTAGTCAGACAGGAAGGCAAGCCC 



RPSEKIV* 
AGACCTTCAGAGAAAATTGTGTAA 



Figure 19 

Nde I 



MKPQAPELRIF PKKMDAEL 
catat g AAaC C ACAaGC AC C t. G AACT a CG AAT CTTT C CAAAG AAAATGGACGCCG AACTT 

GQKVDLVCEVLGSVSQGCS W 
GGTCAGAAGGTGGACCTGGTATGTGAAGTGTTGGGGTCCGTTTCGCAAGGATGCTCTTGG 



LFQNSS S KLPQPTFVVYMAS 
CT CTT C C AG AACT C C AG CT C C AAACT C C C C CAG C C C AC CTT CGTTGT CT AT ATGG CTT CA 



SHNKITWDEKLN SS KLFSAM 
TCCCACAACAAGATAACGTGGGACGAGAAGCTGAATTCGTCGAAACTGTTTTCTGCCATG 



RDTNNKYVLTLN KFS KENEG 
AGGG AC ACG AAT AAT AAGT ACGTT CT C ACC CTG AACAAGTT C AG C AAGG AAAACG AAGG C 



YYFCSVI SNSVMYFSSVVPV 
TACTATTTCTGCTCAGTCATCAGCAACTCGGTGATGTACTTCAGTTCTGTCGTGCCAGTC 

Hindi 1 1 



LQKVNSTTTKP* 
CTTCAGAAAGTGAACTCTACTACTACCAAGCCAtaagctC 



[SEQ ID NO: 24] 
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Figure 22 



Human CD8 inhibition of CTL priming in vivo 



2x106 pfu Vac. G2 + PBS 2x106 pfu Vac. G2 + 4mgCD8 
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Spleen cells plated 
with 1 u.m peptide 
LCMV gp 33-41 
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Added Cr5i labelled 
target cells presenting 
LCMV gp 33-41 
peptide 



Measure killing 



